DAFTAR PUSTAKA

Aghabozorgi, A. S., Bahreyni, A., Soleimani, A., Bahrami, A., Khazaei, M., Ferns,
G. A, Avan, A., & Hassanian, S. M. (2019). Role of Adenomatous Polyposis
Coli (APC) gene mutations in the pathogenesis of colorectal cancer: Current
status and perspectives. Biochimie, 157, 64-71.
https://doi.org/10.1016/j.biochi.2018.11.003

Al-Shuhaib, M. B. S., & Hashim, H. O. (2023). Mastering DNA chromatogram
analysis in Sanger sequencing for reliable clinical analysis. Journal of Genetic
Engineering and Biotechnology, 21(1), 115. https://doi.org/10.1186/s43141-
023-00587-6

Alhakim, M. A., Dhanti, K. R., Kurniawan, & Mulyanto, A. (2026). Optimasi suhu
annealing dan konsentrasi agarosa pada deteksi gen mecA pada bakteri
Methicillin-Resistant  Staphylococcus aureus (MRSA). Jurnal Ilmiah
Kesehatan, 8(1), 90-99. https://doi.org/10.26630/jak.v1411.5063

Ali, N., Rampazzo, R. D. C. P., Costa, A. Di. T., & Krieger, M. A. (2017). Current
nucleic acid extraction methods and their implications to point-of-care

diagnostics. BioMed Research International, 2017.
https://doi.org/10.1155/2017/9306564

Annapureddy, P., Gupta, V., & Kumar, G. (2024). The journey of genome
sequencing. Preprints, (1), 1-7.
https://doi.org/10.20944/preprints202408.1719.v1

Arribas, M., de Vicente, A., Arias, A., & Lazaro, E. (2005). Effect of metallic
cations on the efficiency of DNA amplification. Implications for nucleic acid

replication during early stages of life. International Journal of Astrobiology,
4(2), 115-123. https://doi.org/10.1017/S1473550405002569

Barbosa, C., Nogueira, S., Gadanho, M., & Chaves, S. (2016). DNA extraction:
Finding the most suitable method. In Molecular Microbial Diagnostic

Methods: Pathways to Implementation for the Food and Water Industries.
Elsevier Inc. https://doi.org/10.1016/B978-0-12-416999-9.00007-1

Borah, P. (2011). Primer designing for PCR. Science Vision, 11(3), 134-136.

Chambliss, A. B., Resnick, M., Petrides, A. K., Clarke, W. A., & Marzinke, M. A.
(2017). Rapid screening for targeted genetic variants via high-resolution
melting curve analysis. Clinical Chemistry and Laboratory Medicine, 55(4),
507-516. https://doi.org/10.1515/cclm-2016-0603

Chen, H., Luthra, R., Goswami, R. S., Singh, R. R., & Roy-Chowdhuri, S. (2015).
Analysis of pre-analytic factors affecting the success of clinical next-
generation sequencing of solid organ malignancies. Cancers, 7(3), 1699-1715.
https://doi.org/10.3390/cancers7030859

49



50

Chen, L., Cai, Y., Zhou, G., Shi, X., Su, J., Chen, G., & Lin, K. (2014). Rapid Sanger
sequencing of the 16S rRNA gene for identification of some common
pathogens. PLoS ONE, 9(2), 1-10.
https://doi.org/10.1371/journal.pone.0088886

Cheng, C., Fei, Z., & Xiao, P. (2023). Methods to improve the accuracy of next-
generation sequencing. Frontiers in Bioengineering and Biotechnology,
11(January), 1-13. https://doi.org/10.3389/fbioe.2023.982111

Christie, M., Jorissen, R. N., Mouradov, D., Sakthianandeswaren, A., Li, S., Day,
F., Tsui, C., Lipton, L., Desai, J., Jones, I. T., McLaughlin, S., Ward, R. L.,
Hawkins, N. J., Ruszkiewicz, A. R., Moore, J., Burgess, A. W., Busam, D.,
Zhao, Q., Strausberg, R. L., ... Sieber, O. M. (2013). Different APC genotypes
in proximal and distal sporadic colorectal cancers suggest distinct WNT/B-
catenin signalling thresholds for tumourigenesis. Oncogene, 32(39), 4675—
4682. https://doi.org/10.1038/onc.2012.486

Cousins, M. M., Donnell, D., & Eshleman, S. H. (2013). Impact of mutation type
and amplicon characteristics on genetic diversity measures generated using a

high-resolution melting diversity assay. Journal of Molecular Diagnostics,
15(1), 130-137. https://doi.org/10.1016/j.jmoldx.2012.08.008

Crossley, B. M., Bai, J., Glaser, A., Maes, R., Porter, E., Killian, M. L., Clement,
T., & Toohey-Kurth, K. (2020). Guidelines for Sanger sequencing and

molecular assay monitoring. Journal of Veterinary Diagnostic Investigation,
32(6), 767-775. https://doi.org/10.1177/1040638720905833

Das, P. K., Saha, J., Pillai, S., Lam, A. K. Y., Gopalan, V., & Islam, F. (2023).
Implications of estrogen and its receptors in colorectal carcinoma. Cancer
Medicine, 12(4), 4367-4379. https://doi.org/10.1002/cam4.5242

Davidescu, M. A., Ciorpac, M., & Creanga, S. (2021). Highly effective method of
dna extraction from blood: a first step for analysis of genetic diversity of
Indigenous cattle breeds. Animal Science, LXIV(2), 35-39.

Dieffenback, C. W., & Dveksler, G. S. (1995). PCR primer: A laboratory manual.
Cold Spring Harbor Laboratory Press.

Dilhari, A., Sampath, A., Gunasekara, C., Fernando, N., Weerasekara, D., Sissons,
C., McBain, A., & Weerasekera, M. (2017). Evaluation of the impact of six
different DNA extraction methods for the representation of the microbial
community associated with human chronic wound infections using a gel-based
DNA profiling method. AMB Express, 7(1). https://doi.org/10.1186/s13568-
017-0477-z

Druml, B., & Cichna-Markl, M. (2014). High resolution melting (HRM) analysis
of DNA: Its role and potential in food analysis. Food Chemistry, 158, 245—
254. https://doi.org/10.1016/j.foodchem.2014.02.111



51

Eren, K., Taktakoglu, N., & Pirim, 1. (2022). DNA sequencing methods: from past
to present. Eurasian  Journal of  Medicine, 54, S47-S56.
https://doi.org/10.5152/eurasianjmed.2022.22280

Fan, H., Wang, J., Komiyama, M., & Liang, X. (2019). Effects of secondary
structures of DNA templates on the quantification of qPCR. Journal of
Biomolecular ~ Structure  and  Dynamics,  37(11),  2867-2874.
https://doi.org/10.1080/07391102.2018.1498804

Fan, J., Ruan, H., Zheng, D., Lv, J., Jiang, G., & Chen, Y. (2025). Clinical and
pathological characteristics and prognosis analysis of breast cancer patients
stratified by age. American Journal of Translational Research, 17(9), 7158—
7169. https://doi.org/10.62347/syrz6952

Frazer, Z., Yoo, C., Sroya, M., Bellora, C., DeWitt, B. L., Sanchez, 1., Thomas, G.
A., & Mathieson, W. (2020). Effect of different proteinase K digest protocols
and deparaffinization methods on yield and integrity of DNA extracted from
formalin-fixed, paraffin-embedded tissue. Journal of Histochemistry and
Cytochemistry, 68(3), 171-184. https://doi.org/10.1369/0022155420906234

Garafutdinov, R. R., Galimova, A. A., & Sakhabutdinova, A. R. (2020). The
influence of quality of primers on the formation of primer dimers in PCR.
Nucleosides, Nucleotides and Nucleic Acids, 39(9), 1251-1269.
https://doi.org/10.1080/15257770.2020.1803354

Garibyan, L., & Avashia, N. (2013). Polymerase chain reaction. Journal of
Investigative Dermatology, 133(3), 1-4. https://doi.org/10.1038/5id.2013.1

Grazina, L., Costa, J., Amaral, J. S., & Mafra, I. (2020). High-resolution melting
analysis as a tool for plant species authentication. In Crop breeding: Genetic

improvement methods (hal. 55-73).
https://doi.org/10.2135/1983.cropbreeding

Green, M. R., & Sambrook, J. (2019). Analysis of DNA by Agarose Gel
Electrophoresis. In Cold Spring Harb Protocols (hal. 6-16). Cold Spring
Harbor Laboratory Press. https://doi.org/10.1101/pdb.top100388

Hankey, W., Frankel, W. L., & Groden, J. (2018). Functions of the APC tumor
suppressor protein dependent and independent of canonical WNT signaling:
Implications for therapeutic targeting. Cancer and Metastasis Reviews, 37(1),
159-172. https://doi.org/10.1007/s10555-017-9725-6

Harshitha, R., & Arunraj, D. R. (2021). Real-time quantitative PCR: A tool for
absolute and relative quantification. Biochemistry and Molecular Biology
Education, 49(5), 800—812. https://doi.org/10.1002/bmb.21552

Hong, S. N. (2018). Genetic and epigenetic alterations of colorectal cancer.
Intestinal research, 16(3), 327-337. https://doi.org/10.5217/ir.2018.16.3.327

Inra, J. A., Steyerberg, E. W., Grover, S., McFarland, A., Syngal, S., & Kastrinos,



52

F. (2015). Racial variation in frequency and phenotypes of APC and MUTYH
mutations in 6,169 individuals undergoing genetic testing. Genetics in
Medicine, 17(10), 815-821. https://doi.org/10.1038/gim.2014.199

Irsyadi, M. B., Sari, S. K., Oktiastuti, E., & Rineksane, I. A. (2024). Rapid genomic
DNA extraction for Soybean (Glycine max L. Merr) using modified CTAB
protocol to obtain high-quality DNA. Indian Journal of Biochemistry and
Biophysics, 61(2), 97-104. https://doi.org/10.56042/ijbb.v61i2.7603

Islam, M. S., Aryasomayajula, A., & Selvaganapathy, P. R. (2017). A review on
macroscale and microscale cell lysis methods. Micromachines, 8(3).
https://doi.org/10.3390/mi8030083

Jyothy, A., Sabu, S. T., & Dharan, S. S. (2021). Real-time PCR or quantitative PCR:
A revolution in modern science. World Journal of Pharmaceutical Research,
9(11), 249-264. https://doi.org/10.20959/wjpr202011-18632

Kang, Y., Kang, C. S., & Kim, C. (2019). History of nucleotide sequencing
technologies: Advances in exploring nucleotide sequences from mendel to the
21st century. Horticultural Science and Technology, 37(5), 549-558.
https://doi.org/10.7235/HORT.20190055

Karlen, Y., McNair, A., Perseguers, S., Mazza, C., & Mermod, N. (2007). Statistical
significance of quantitative pcr. BMC Bioinformatics, 8, 1-16.
https://doi.org/10.1186/1471-2105-8-131

Kaya, C., & Sahin, E. (2025). Determination of the effects of different DNA
1solation methods on quantity and quality. Akademik Ziraat Dergisi, 14(1), 65—
73. https://doi.org/10.29278/azd. 1689058

Keikha, M., & Karbalaei, M. (2021). High resolution melting assay as a reliable
method for diagnosing drug-resistant TB cases: A systematic review and meta-
analysis. BMC Infectious Diseases, 21(1), 1-10.
https://doi.org/10.1186/s12879-021-06708-1

Kennedy, P. S. J., Pare, S., Fitranto, A. G., & Simanullang, R. (2022). Peningkatan
pemahaman mengenai pelayanan rumah sakit melalui diskusi di rumah sakit
kanker = dharmais  jakarta.  lkra-Ith ~ Abdimas, 5(3), 107-114.
https://doi.org/10.37817/ikra-ithabdimas.v513.2208

Keum, N. N., & Giovannucci, E. (2019). Global burden of colorectal cancer:
emerging trends, risk factors and prevention strategies. Nature Reviews
Gastroenterology and Hepatology, 16(12), 713-732.
https://doi.org/10.1038/s41575-019-0189-8

Kim, N., Kwon, J.-S., Kang, W.-H., & Yeom, S.-1. (2023). High-resolution melting
(HRM) genotyping. In Plant Genotyping: Methods and Protocols (Vol. 1, hal.
337-349). Springer US. https://doi.org/10.31826/9781463217792-025

Krishnappa, R., & Paramasivam, R. (2015). Fluden primer DB —PCR primer



53

database for influenza a and dengue virus. International Journal of
Biotechnology for Wellness Industries, 4(3), 92-96.
https://doi.org/10.6000/1927-3037.2015.04.03.2

Kumar, K. R., Cowley, M. J., & Davis, R. L. (2024). Next-Generation Sequencing
and Emerging Technologies. Seminars in Thrombosis and Hemostasis, 50(7),
1026-1038. https://doi.org/10.1055/s-0044-1786397

Lewandowska, A., Rudzki, G., Lewandowski, T., Stryjkowska-Gora, A., & Rudzki,
S. (2022). Risk factors for the diagnosis of colorectal cancer. Cancer Control,
29(1), 1-15. https://doi.org/10.1177/10732748211056692

Lim, J., Shin, S. G., Lee, S., & Hwang, S. (2011). Design and use of group-specific
primers and probes for real-time quantitative PCR. Frontiers of Environmental
Science and Engineering in China, 5(1), 28-39.
https://doi.org/10.1007/s11783-011-0302-x

Liu, J., Xiao, Q., Xiao, J., Niu, C., Li, Y., Zhang, X., Zhou, Z., Shu, G., & Yin, G.
(2022). Wnt/B-catenin signalling: Function, biological mechanisms, and

therapeutic opportunities. Signal Transduction and Targeted Therapy, 7(3), 1—
23. https://doi.org/10.1038/s41392-021-00762-6

Loree, J. M., Kopetz, S., & Raghav, K. P. S. (2017). Current companion diagnostics
in advanced colorectal cancer; getting a bigger and better piece of the pie.
Journal of Gastrointestinal Oncology, 8(1), 199-212.
https://doi.org/10.21037/j20.2017.01.01

Lucena-Aguilar, G., Sanchez-Lopez, A. M., Barberan-Aceituno, C., Carrillo-Avila,
J. A., Lopez-Guerrero, J. A., & Aguilar-Quesada, R. (2016). DNA source
selection for downstream applications based on DNA quality indicators
analysis.  Biopreservation =~ and  Biobanking, 14(4), 264-270.
https://doi.org/10.1089/b10.2015.0064

Makmun, D., Simadibrata, M., Abdullah, M., Syam, A. F., Shatri, H., Fauzi, A.,
Renaldi, K., Maulahela, H., Utari, A. P., Pribadi, R. R., Muzellina, V. N., &
Nursyirwan, S. A. (2021). Retrospective study colorectal cancer patients in a
tertiary hospital in Indonesia: Prevalence of the younger population and
associated factors. World Journal of Clinical Cases, 9(32), 9804-9814.
https://doi.org/10.12998/wjcc.v9.132.9804

Marbun, V. M. G., Erlina, L., & Lalisang, T. J. M. (2022). Genomic landscape of
pathogenic mutation of APC, KRAS, TP53, PIK3CA, and MLHI in
Indonesian colorectal cancer. PLoS ONE, 17(6), 1-14.
https://doi.org/10.1371/journal.pone.0267090

Matthews, H. K., Bertoli, C., & de Bruin, R. A. M. (2022). Cell cycle control in
cancer. Nature Reviews Molecular Cell Biology, 23(1), 74-88.
https://doi.org/10.1038/s41580-021-00404-3



54

Mazlan, A. H., Muhamad Najib, M. H. A., Hassan, M. H., Mohd Hatta, F. H., &
Yusoff, R. M. (2024). Effect of DNA Template Concentration on Standard
Polymerase Chain Reaction. International Journal of Pharmaceuticals,

Nutraceuticals and Cosmetic Science, 7(1), 1-11.
https://doi.org/10.24191/ijpnacs.v7i1.01

Miranda, R. R., Silva, T. D., & Forones, N. M. (2019). High-resolution melting for
detecting KRAS mutations in colorectal cancer. Biomedical Reports, 11(6),
269-273. https://doi.org/10.3892/br.2019.1254

Mishra, V. K., Singh, V., Mishra, P. K., Singh, R. K., Dwivedi, N., Dwivedi, S.,
Singh, A. K., & Jain, P. A. (2015). Screening of SSR marker for sugar and
sugar related traits. Advances in Applied Science Research, 6(4), 202—2009.

Narayan, S., & Roy, D. (2003). Role of APC and DNA mismatch repair genes in
the development of colorectal cancers. Molecular Cancer, 2(41), 1-15.
https://doi.org/10.1186/1476-4598-2-41

NCBI. (2026). ClinVar. National Library of Medicine.
https://www.ncbi.nlm.nih.gov/clinvar/variation/802140/

Noda, Y., Yamaka, R., Atsumi, N., Higasa, K., & Tsuta, K. (2023). Areas of crush
nuclear streaming should be included as tumor content in the era of molecular
diagnostics. Cancers, 15(6). https://doi.org/10.3390/cancers15061910

Norollahi, S. E., Hamidian, S. M. T., Kohpar, Z. K., Azadi, R., Rostami, P., Vahidi,
S., Ghazanfari, S., Shabe, F. A., Khaksar, R., & Samadani, A. A. (2020). The
fluctuation of APC gene in WNT signaling with adenine deletion of
Adenomatous Polyposis Coli is associated in colorectal cancer. Journal of
Coloproctology, 40(2), 135—142. https://doi.org/10.1016/j.jc0l.2019.11.487

Obul, J., Itoga, S., Abliz, M., Sato, K., Ishige, T., Utsuno, E., Matsushita, K.,
Matsubara, H., & Nomura, F. (2012). High-resolution melting analyses for
gene scanning of APC, MLH1, MSH2, and MSH6 associated with hereditary
colorectal cancer. Genetic Testing and Molecular Biomarkers, 16(5), 406—411.
https://doi.org/10.1089/gtmb.2011.0166

Ocvirk, S., Wilson, A. S., Appolonia, C. N., Thomas, T. K., & O’Keefe, S. J. D.
(2019). Fiber, fat, and colorectal cancer: New insight into modifiable dietary

risk  factors.  Current  Gastroenterology  Reports, 21(11), 1-7.
https://doi.org/10.1007/s11894-019-0725-2

Okojie, J., O’Neal, N., Burr, M., Worley, P., Packer, I., Anderson, D. L., Davis, J.,
Kearns, B., Fatema, K., Dixon, K., & Barrott, J. J. (2024). DNA Quantity and
Quality Comparisons between Cryopreserved and FFPE Tumors from
Matched Pan-Cancer Samples. Current Oncology, 31(5), 2441-2452.
https://doi.org/10.3390/curroncol31050183

Paji¢, T., Miki¢, T. B., Podgornik, H., Klun, J., Suéurovié, S., Zver, S., & Sever, M.



55

(2020). Genetic variant detection in the calr gene using high resolution melting
analysis. Journal of Visualized Experiments, 2020(162).
https://doi.org/10.3791/61642

Park, M., Won, J., Choi, B. Y., & Lee, C. J. (2020). Optimization of primer sets and
detection protocols for SARS-CoV-2 of coronavirus disease 2019 (COVID-
19) using PCR and real-time PCR. Experimental and Molecular Medicine,
52(6), 963-977. https://doi.org/10.1038/s12276-020-0452-7

Peng, H., Ying, J., Zang, J., Lu, H., Zhao, X., Yang, P., Wang, X., Li, J., Gong, Z.,
Zhang, D., & Wang, Z. (2023). Specific mutations in APC, with prognostic
implications in metastatic colorectal cancer. Cancer Research and Treatment,
55(4), 1270-1280. https://doi.org/10.4143/crt.2023.415

Piskata, Z., Servusova, E., Babak, V., Nesvadbova, M., & Borilova, G. (2019). The
quality of DNA isolated from processed food and feed via different extraction
procedures. Molecules, 24(6), 1-10.
https://doi.org/10.3390/molecules24061188

Purnomo, H. D., Permatadewi, C. O., Prasetyo, A., Indiarso, D., Hutami, H. T.,
Puspasari, D., Listiana, D. E., Suhartono, Armatussolikha, H. R., Priyadi, S.
S., Sadono, S., Silvina, Nurhayati, Samsudin, Ahnaf, Hidayanto, M., Nugroho,
P. W., Rakhmawati, N. D., Susanto, A., ... Sonny, M. (2023). Colorectal cancer
screening in Semarang, Indonesia: A multicenter primary health care—based
study. PLoS ONE, 18(1), 1-12. https://doi.org/10.1371/journal.pone.0279570

Puspitaningtyas, H., Hutajulu, S. H., Fachiroh, J., Anggorowati, N., Sanjaya, G. Y.,
Lazuardi, L., & Sripan, P. (2024). Diverging likelihood of colon and rectal
cancer in Yogyakarta, Indonesia: A cross-sectional study. PLoS ONE, 19(3),
1-12. https://doi.org/10.1371/journal.pone.0301191

QIAGEN. (2024). Protocol: DNA purification from blood or body fluids (spin
protocol). QIdamp DNA Mini and Blood Mini Handbook, March, 36-40.
https://www.qiagen.com/us/resources/resourcedetail 71d=62a200d6-faf4-
469b-b50f-2b59cf738962&lang=en&zarsrc=1303

Rausch, T., Fritz, M. H. Y., Untergasser, A., & Benes, V. (2020). Tracy: Basecalling,
alignment, assembly and deconvolution of sanger chromatogram trace files.
BMC Genomics, 21(1), 1-9. https://doi.org/10.1186/s12864-020-6635-8

Rezadoost, M. H., Kordrostami, M., & Kumleh, H. H. (2016). An efficient protocol
for isolation of inhibitor-free nucleic acids even from recalcitrant plants. 3
Biotech, 6(1), 1-7. https://doi.org/10.1007/s13205-016-0375-0

Richards, S., Aziz, N., Bale, S., Bick, D., Das, S., Gastier-Foster, J., Grody, W. W.,
Hegde, M., Lyon, E., Spector, E., Voelkerding, K., & Rehm, H. L. (2015).
Standards and guidelines for the interpretation of sequence variants: A joint
consensus recommendation of the American College of Medical Genetics and
Genomics and the Association for Molecular Pathology. Genetics in Medicine,



56

17(5), 405—424. https://doi.org/10.1038/gim.2015.30

Sambrook, J., & Russel, D, W. (2000). Molecular Cloning, 3-Volume Set: A
Laboratory Manual. In Cold Spring Harboc Laboratory Press (Vol. 3).
http://www.ncbi.nlm.nih.gov/pubmed/24532655

Samoo, T. I., Khatri, P., Bachal Bhutto, Mansoor Tariq, Iqra Chandio, Munaza
Soomro, Saqib Ali, & Sheeba Shams. (2017). Effect of Temperature and
Storage Time on DNA Quality and Quantity from Normal and Diseased
Tissues. Journal of Basic & Applied Sciences, 13, 203-206.
https://doi.org/10.6000/1927-5129.2017.13.35

Sari, S. K., Mazieda, M. N., Listyorini, D., & Sulasmi, E. S. (2014). Optimasi
Teknik Isolasi dan Purifikasi DNA Pada Daun Cabai Rawit (Capsicum
frutescens cv. Cakra Hijau) Menggunakan Genomic DNA Mini Kit (Plant)
Geneaid. Seminar Nasional XI Pendidikan Biologi FKIP UNS, 65-70.

Sasmito, D. E., Rahadian, K., & Izzati, M. (2014). Karakteristik primer pada
polymerase chain reaction (PCR) untuk sekuensing DNA: Mini review.
Seminar Informatika Medis 2014, 5, 93—102. http://snimed.fit.uii.ac.id/

Shaheen, S., Afzal, M., Shomaila, Sikandar, S., & Afzal, I. (2020). Polymerase
chain reaction. intechopen, 26(4), 373-378.

Shahi, S., Zununi Vahed, S., Fathi, N., & Sharifi, S. (2018). Polymerase chain
reaction (PCR)-based methods: Promising molecular tools in dentistry.
International Journal of Biological Macromolecules, 117(2017), 983-992.
https://doi.org/10.1016/j.ijbiomac.2018.05.085

Sharma, M. (2021). Basic concepts of primer designing: A minireview.
International Journal of Latest Trends in Engineering and Technology, 17(4),
10-12. http://dx.doi.org/10.21172/1.174.03

Sidstedt, M., Radstrom, P., & Hedman, J. (2020). PCR inhibition in gPCR, dPCR
and MPS - mechanisms and solutions. Analytical and Bioanalytical
Chemistry, 412(9), 2009—-2023. https://doi.org/10.1007/s00216-020-02490-2

Simko, I. (2016). High-resolution DNA melting analysis in plant research. Trends
in Plant Science, 21(6), 528-537.
https://doi.org/10.1016/j.tplants.2016.01.004

Simon, K. (2016). Colorectal cancer development and advances in screening. BMC
Cancer, 16(1), 967-976. https://doi.org/10.2147/CIA.S109285

Stomka, M., Sobalska-Kwapis, M., Wachulec, M., Bartosz, G., & Strapagiel, D.
(2017). High resolution melting (HRM) for high-throughput genotyping:
Limitations and caveats in practical case studies. International Journal of
Molecular Sciences, 18(11). https://doi.org/10.3390/ijms18112316

Sun, W., Li, J. jian, Xiong, C., Zhao, B., & Chen, S. lin. (2016). The potential power



57

of bar-HRM technology in herbal medicine identification. Frontiers in Plant
Science, 7(MAR2016), 1-10. https://doi.org/10.3389/fpls.2016.00367

Sung, H., Ferlay, J., Siegel, R. L., Laversanne, M., Soerjomataram, L., Jemal, A., &
Bray, F. (2021). Global cancer statistics 2020: GLOBOCAN estimates of
incidence and mortality worldwide for 36 cancers in 185 countries. CA: 4
Cancer Journal for Clinicians, 71(3), 209-249.
https://doi.org/10.3322/caac.21660

Sung, J. J. Y., Chiu, H. M., Jung, K. W., Jun, J. K., Sekiguchi, M., Matsuda, T., &
Kyaw, M. H. (2019). Increasing trend in young-onset colorectal cancer in asia:
more cancers in men and more rectal cancers. American Journal of
Gastroenterology, 114(2), 322-329.
https://doi.org/10.14309/ajg.0000000000000133

Takeshima, H., & Ushijima, T. (2019). Accumulation of genetic and epigenetic
alterations in normal cells and cancer risk. npj Precision Oncology, 3(1), 1-8.
https://doi.org/10.1038/s41698-019-0079-0

Tan, S. C., & Yiap, B. C. (2009). DNA, RNA, and protein extraction: The past and
the present. Journal of Biomedicine and Biotechnology, 2009.
https://doi.org/10.1155/2009/574398

Tanabe, H., Koshizuka, Y., Tanaka, K., Takahashi, K., Ijiri, M., Takahashi, K.,
Ando, K., Ueno, N., Kashima, S., Sarashina, T., Moriichi, K., Mitsube, K.,
Mizukami, Y., Fujiya, M., & Makita, Y. (2024). High-resolution genetic
analysis of whole APC gene deletions: A report of two cases and patient

characteristics. Human Genome Variation, 11(1).
https://doi.org/10.1038/s41439-024-00301-z

Tejeda-Mufioz, N., & Mei, K. C. (2024). Wnt signaling in cell adhesion,
development, and colon cancer. [UBMB Life, 76(7), 383-396.
https://doi.org/10.1002/1ub.2806

Tindall, E. A., Petersen, D. C., Woodbridge, P., Schipany, K., & Hayes, V. M.
(2009). Assessing high-resolution melt curve analysis for accurate detection of
gene variants in complex DNA fragments - Tindall - 2009 - Human Mutation
- Wiley Online Library. Human  Mutation, 30(6), 876—-883.
https://doi.org/10.1002/humu.humu.20919

van der Vlugt, S. E. J., Fros, J. J., Martins dos Santos, V. A. P., Albada, B., & Asin-
Garcia, E. (2026). High-resolution melting analysis for rapid and cost-
effective detection of unnatural base pairs. BioDesign Research, 8(2), 1-11.
https://doi.org/10.1016/j.bidere.2026.100090

Vossen, R. H. A. M., Aten, E., Roos, A., & Den Dunnen, J. T. (2009). High-
resolution melting analysis (HRMA): More than just sequence variant
screening. Human Mutation, 30(6), 860—-866.
https://doi.org/10.1002/humu.21019



58

Yedid, N., Kalma, Y., Malcov, M., Amit, A., Kariv, R., Caspi, M., Rosin-Arbesfeld,
R., & Ben-Yosef, D. (2016). The effect of a germline mutation in the APC gene
on PB-catenin in human embryonic stem cells. BMC Cancer, 16(1), 1-13.
https://doi.org/10.1186/s12885-016-2809-9

Zhang, L., & Shay, J. W. (2017). Multiple roles of APC and its therapeutic
implications in colorectal cancer. Journal of the National Cancer Institute,
109(8), 1-10. https://doi.org/10.1093/jnci/djw332

Zhao, H., Ming, T., Tang, S., Ren, S., Yang, H., Liu, M., Tao, Q., & Xu, H. (2022).
Whnt signaling in colorectal cancer: Pathogenic role and therapeutic target.
Molecular Cancer, 21(1), 1-34. https://doi.org/10.1186/s12943-022-01616-7



